  <?xml version="1.0" ?> 
- <histo>
- <tma>
- <header>
  <title>Cooperative Prostate Cancer Tissue Resource (CPCTR) Prostate Cancer Microarray 2-2</title> 

  <creator>CPCTR</creator> 

  <subject>Prostate tissue microarray</subject> 

  <description>CPCTR TMA XML datafile for Microarray 2-2</description> 

  <publisher>CPCTR</publisher> 

  <contributor>CPCTR</contributor> 

  <date>2003-10-05</date> 

  <type>Prostate Cancer Tissue Microarray</type> 

  <format>XML in ASCII text</format> 

  <resource_identifier>http://www.prostatetissues.org</resource_identifier> 

  <source>CPCTR Tissue Microarray 2-2</source> 

  <language>En</language> 

  <relation>0001</relation> 

  <coverage>Jules J. Berman, Ph.D, M.D., National cancer Institute, EPN-6028 6130 Executive Boulevard Rockville, Maryland, USA, 21208 or Milton Datta, M.D., Medical College of Wisconsin, 9200 West Wisconsin Ave, Milwaukee, Wisconsin, USA, 53226</coverage> 

  <rights management>CPCTR</rights management> 

  <filename>cpctr_02_02_tma.xml</filename> 

  </tma>  </tma>
- <block>
  <block_purpose>Prostate Cancer Tissue Microarray with outcomes data</block_purpose> 

  <block_identifier>cpctr-02-02 </block_identifier> 

  <block_description>prostate cancer tissue microarray with outcomes data created by Drs. Andre Balla and Milton Datta for the CPCTR, prostatic cancer, prostatic adenocarcinoma, adenocarcinoma of prostate, carcinoma of prostate, tma, tissue micro array, tissue micro-array, tissue resource, tissue repository, nci, national cancer institute, marker, cancer test, validation, cpctr, cooperative prostate cancer tissue resource</block_description> 

  <block_meshnumbers>C04.588.945.440.770 C12.294.260.750 C12.294.565.625 C12.740.800.410.650 C04.557.470.200.240.500 G01.100.656 H01.158.100.656 E05.200.500.607.512 E05.200.750.551.512 E05.478.588 G01.201.344.512 G01.201.486.512 H01.158.201.344.512 H01.158.201.486.512</block_meshnumbers> 

  <block_relatedblocks>cpctr-02-01, cpctr-01-02, cpctr-01-01</block_relatedblocks> 

  <block_creator>Drs. Andre Balla and Milton Datta</block_creator> 

  <block_creation_date>2002-10-15</block_creation_date> 

  <block_protocol>http://www.prostatetissues.org/block protocol.txt</block_protocol> 

  <block_number_of_cores>300</block_number_of_cores> 

  <block_qa>http://prostatetissues.org</block_qa> 

  <block_core_size>0.6 mm</block_core_size> 

  <block_array_hash>http://www.prostatetissues.org/cpctr_02_02_blockmap.xls  300 cores are arranged over a grid of 30 columns and 20 rows as 5 x 5 subarrays with sidebar subarrays of control samples.  Each core location is given as coordinate from 1,1 to 20,30. When the slide is placed in front of you in the normal (microscope) view position, with the cover-slip up and slide (frosted) label area to the left, then the 1,1 core is the extreme left position closest to the person viewing the slide. The 1,30 position is at the right end of the same row, closest to the end of the slide and furthest from the frosted end, and the 10,30 position is the farthest right core in the row farthest from the viewer, farthest from the frosted end.  Columns (1,1-1,10) are a sidebar subarray reserved for control cell blocks from prostate cancer cells.  Sample subarrays for prostate cancer tissues are distributed in a set of 12 subarrays (as a 4 x 3 grid), each with 5 x 5 cores, and located at (4,1-8,5), (4,7-8,11), (4,13-8,17), (10,1-14,5), (10,7-14,11), (10,13-14,17), (16,1-20,5), (16,7-20,11), (16,13-20,17), (22,1-26,5), (22,7-26,11), (22,13-26,17).  A separate sidebar of benign prostate and nodular hyperplasia samples are located in columns 28 and 29. </block_array_hash> 

- <slide>
  <slide_identifier>cpctr-02-02-001</slide_identifier> 

  <slide_cut_date>2003-05-16</slide_cut_date> 

  <slide_storage>room temperature in a lighted room in a vacuum dessicator</slide_storage> 

  <slide_section_thickness>5 microns</slide_section_thickness> 

  <slide_level>1</slide_level> 

  <slide_sectioning_protocol>http://www.prostatetissues.org/sectioning protocol.txt</slide_sectioning_protocol> 

  <slide_stain>Hematoxylin and Eosin</slide_stain> 

  </slide>
